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<210> 1 

<211> 1553 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (174) . . (1322) 

<400> 1 

tctaaaggag gtggagagcg caccgcagcc cggtgcagcc cggtgcagcc ctggctttcc 

cctcgctgcg gcccgtgccc cctttcgcgt ccgcaaccag aagcccagtg cggcgccagg 

agccggaccc gcgcccgcac cgctcccggg accgcgaccc cggccgccca gag atg 

Met 
1 

acc gcg acc gaa gcc etc ctg cgc gtc etc ttg etc ctg etg get tte 224 
Thr Ala Thr Glu Ala Leu Leu Arg Val Leu Leu Leu Leu Leu Ala Phe 
5 10 15 

ggc cae age ace tat ggg get gaa tge tte ecg gee tge aae eee eaa 272 
Gly His Ser Thr Tyr Gly Ala Glu Cys Phe Pro Ala Cys Asn Pro Gin 
20 25 30 

aat gga tte tge gag gat gac aat gtt tge agg tge eag ect gge tgg 320 
Asn Gly Phe Cys Glu Asp Asp Asn Val Cys Arg Cys Gin Pro Gly Trp 
35 40 45 




60 
120 
176 



eag ggt ccc ctt tgt gac eag tge gtg acc tet eee gge tge ett cae 368 
Gin Gly Pro Leu Cys Asp Gin Cys Val Thr Ser Pro Gly Cys Leu His 
50 55 60 65 



gga etc tgt gga gaa eee ggg eag tge att tge acc gac gge tgg gac 
Gly Leu Cys Gly Glu Pro Gly Gin Cys lie Cys Thr Asp Gly Trp Asp 
70 75 80 



416 



ggg gag etc tgt gat aga gat gtt egg gcc tgc tec teg gee eec tgt 464 
Gly Glu Leu Cys Asp Arg Asp Val Arg Ala Cys Ser Ser Ala Pro Cys 
85 90 95 

gee aac aae ggg ace tgc gtg age ctg gac ggt ggc etc tat gaa tgc 512 
Ala Asn Asn Gly Thr Cys Val Ser Leu Asp Gly Gly Leu Tyr Glu Cys 
100 105 110 

tec tgt gcc ccc ggg tac teg gga aag gac tgc cag aaa aag gac ggg 560 
Ser Cys Ala Pro Gly Tyr Ser Gly Lys Asp Cys Gin Lys Lys Asp Gly 
115 120 125 

eec tgt gtg ate aac ggc tec ccc tgc cag cac gga ggc acc tgc gtg 608 
Pro Cys Val lie Asn Gly Ser Pro Cys Gin His Gly Gly Thr Cys Val 
130 135 140 145 

gat gat gag ggc egg gcc tec cat gcc tec tgc ctg tgc ccc cet ggc 656 
Asp Asp Glu Gly Arg Ala Ser His Ala Ser Cys Leu Cys Pro Pro Gly 
150 155 160 

tte tea ggc aat ttc tgc gag ate gtg gcc aac age tgc ace ccc aae 704 
Phe Ser Gly Asn Phe Cys Glu lie Val Ala Asn Ser Cys Thr Pro Asn 
165 170 175 

cca tgc gag aac gac ggc gtc tgc act gac att ggg ggc gac ttc cgc 752 
Pro Cys Glu Asn Asp Gly Val Cys Thr Asp He Gly Gly Asp Phe Arg 
180 185 190 

tgc egg tgc cca gee ggc tte ate gac aag ace tgc age cgc eeg gtg 800 
Cys Arg Cys Pro Ala Gly Phe He Asp Lys Thr Cys Ser Arg Pro Val 
195 200 205 

ace aae tgc gee age age ecg tgc cag aae ggg ggc ace tgc ctg cag 848 
Thr Asn Cys Ala Ser Ser Pro Cys Gin Asn Gly Gly Thr Cys Leu Gin 
210 215 220 225 

cac acc cag gtg age tac gag tgt ctg tgc aag ccc gag ttc aca ggt 896 
His Thr Gin Val Ser Tyr Glu Cys Leu Cys Lys Pro Glu Phe Thr Gly 
230 235 240 

etc ace tgt gtc aag aag cgc gcg ctg age ccc cag cag gtc ace cgt 944 
Leu Thr Cys Val Lys Lys Arg Ala Leu Ser Pro Gin Gin Val Thr Arg 
245 250 255 

ctg ccc age ggc tat ggg ctg gcc tac cgc ctg acc ect ggg gtg cac 992 
Leu Pro Ser Gly Tyr Gly Leu Ala Tyr Arg Leu Thr Pro Gly Val His 
260 265 270 

gag ctg ecg gtg cag cag ccg gag cac cgc ate ctg aag gtg tee atg 1040 
Glu Leu Pro Val Gin Gin Pro Glu His Arg lie Leu Lys Val Ser Met 
275 " 280 285 

aaa gag etc aae aag aaa acc cet etc etc acc gag ggc cag gee ate 1088 
Lys Glu Leu Asn Lys Lys Thr Pro Leu Leu Thr Glu Gly Gin Ala He 
290 295 300 305 

tgc ttc ace ate ctg ggc gtg etc acc age ctg gtg gtg ctg ggc act 1136 



Cys Phe Thr He Leu Gly Val Leu Thr Ser Leu Val Val Leu Gly Thr 
310 315 320 



gtg ggt ate gtc ttc etc aae aag tge gag aee tgg gtg tee aae ctg 1184 
Val Gly He Val Phe Leu Asn Lys Cys Glu Thr Trp Val Ser Asn Leu 
325 330 335 

cgc tac aae cac atg ctg egg aag aag aac ctg ctg ett eag tac aae 1232 
Arg Tyr Asn His Met Leu Arg Lys Lys Asn Leu Leu Leu Gin Tyr Asn 
340 345 350 

age ggg gag gae ctg gee gtc aac ate ate ttc cec gag aag ate gae 1280 
Ser Gly Glu Asp Leu Ala Val Asn He He Phe Pro Glu Lys He Asp 
355 360 365 

atg ace ace ttc age aag gag gee ggc gae gag gag ate taa 1322 
Met Thr Thr Phe Ser Lys Glu Ala Gly Asp Glu Glu He 
370 375 380 

gcagcgttcc caeagccccc tetagattct tggagttccg cagagcttac tatacgcggt 1382 

ctgtcctaat ctttgtggtg ttcgetatet ettgtgtcaa atctggtgaa cgctacgett 1442 

aeatatattg tetttgtget getgtgtgae aaaegeaatg caaaaaeaat ectctttctc 1502 

tetcttaatg catgataeag aataataata agaattteat etttaaatga g 1553 



<210> 2 

<211> 382 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Thr Ala Thr Glu Ala Leu Leu Arg Val Leu Leu Leu Leu Leu Ala 
15 10 15 



Phe Gly His Ser Thr Tyr Gly Ala Glu Cys Phe Pro Ala Cys Asn Pro 
20 25 30 



Gin Asn Gly Phe Cys Glu Asp Asp Asn Val Cys Arg Cys Gin Pro Gly 
35 40 45 



Trp Gin Gly Pro Leu Cys Asp Gin Cys Val Thr Ser Pro Gly Cys Leu 
50 55 60 



His Gly Leu Cys Gly Glu Pro Gly Gin Cys He Cys Thr Asp Gly Trp 
65 70 75 80 



Asp Gly Glu Leu Cys Asp Arg Asp Val Arg Ala Cys Ser Ser Ala Pro 
85 90 95 



Cys Ala Asn Asn Gly Thr Cys Val Ser Leu Asp Gly Gly Leu Tyr Glu 
100 105 110 



Cys Ser Cys Ala Pro Gly Tyr Ser Gly Lys Asp Cys Gin Lys Lys Asp 
115 120 125 



Gly Pro Cys Val lie Asn Gly Ser Pro Cys Gin His Gly Gly Thr Cys 
130 135 140 



Val Asp Asp Glu Gly Arg Ala Ser His Ala Ser Cys Leu Cys Pro Pro 
145 150 155 160 



Gly Phe Ser Gly Asn Phe Cys Glu lie Val Ala Asn Ser Cys Thr Pro 
165 170 175 



Asn Pro Cys Glu Asn Asp Gly Val Cys Thr Asp lie Gly Gly Asp Phe 
180 185 190 



Arg Cys Arg Cys Pro Ala Gly Phe lie Asp Lys Thr Cys Ser Arg Pro 
195 200 205 



Val Thr Asn Cys Ala Ser Ser Pro Cys Gin Asn Gly Gly Thr Cys Leu 
210 215 220 



Gin His Thr Gin Val Ser Tyr Glu Cys Leu Cys Lys Pro Glu Phe Thr 
225 230 235 240 



Gly Leu Thr Cys Val Lys Lys Arg Ala Leu Ser Pro Gin Gin Val Thr 
245 250 255 



Arg Leu Pro Ser Gly Tyr Gly Leu Ala Tyr Arg Leu Thr Pro Gly Val 
260 265 270 



His Glu Leu Pro Val Gin Gin Pro Glu His Arg He Leu Lys Val Ser 
275 280 285 



Met Lys Glu Leu Asn Lys Lys Thr Pro Leu Leu Thr Glu Gly Gin Ala 
290 295 300 



He Cys Phe Thr He Leu Gly Val Leu Thr Ser Leu Val Val Leu Gly 
305 310 315 320 



Thr Val Gly He Val Phe Leu Asn Lys Cys Glu Thr Trp Val Ser Asn 
325 330 335 



Leu Arg Tyr Asn His Met Leu Arg Lys Lys Asn Leu Leu Leu Gin Tyr 
340 345 350 



Asn Ser Gly Glu Asp Leu Ala Val Asn He He Phe Pro Glu Lys He 
355 360 365 



Asp Met Thr Thr Phe Ser Lys Glu Ala Gly Asp Glu Glu He 
370 375 380 



<210> 3 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligoDNA primer used for amplification of human dlk 
CDNA 

<400> 3 

cgcgtccgca accagaagcc c 21 



<210> 4 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligoDNA primer used for amplification of human dlk 
cDNA 

<400> 4 

aagcttgatc tcctcgtcgc cggcc 25 



<210> 5 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligoDNA primer used for amplification of human dlk 
CDNA 

<400> 5 

agagctcaac aagaaaacc 19 



<210> 6 



<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligoDNA primer used 
CDNA 

<400> 6 

gcgtatagta agctctgagg 



for amplification of human dlk 



20 



<210> 7 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligoDNA primer used for amplification of human dlk 
cDNA 

<400> 7 

agcttgacta caaggacgac gatgacaagt gag 33 



<210> 8 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligoDNA primer used for amplification of human dlk 
cDNA 

<400> 8 

tcgactcact tgtcatcgtc gtccttgtag tea 33 



<210> 9 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer used in the construction of a vector expressing human FAl 

<400> 9 

cgcgtccgca accagaagcc c 21 



<210> 10 

<211> 28 - 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer used in the construction of a vector expressing human FAl 



<400> 10 

ctcgaggtgc tccggctgct gcaccggc 



